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the KLFS expression
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(A) (B)

Div-P1-F: CAGTTGCACAATCAGGCTCG
Div-P1-R: TGTACTGAAGGGTTTGATGT

circRNA-0100

(1619-nt) Div-P2-F: CTIGGTCCACACAGAGTCAGT
Div-P2-R: CTGGGCTGTTCACTCCAA

(€

Div-P1-F vs Div-P1-R, amplicon size:979-bp, Ta = 54°C

CAGTTGCACAATCAGGC TCGGAGTTGGC ATTCATCACTTTCTAATCATC AGCATTTACATGATAGAA ATC GCCTGTGTTTACAGCGGC A [GA] TTCT
GACACTTCATGACATGTCATTATCCAGAGC AATAATGAAC ATTGACCTGTTACGGATTAGTTGATGACCTTTGGAA ATGATCCAATA ATATCTACTA
CAGAGAAACTGA ATGTACTCCATTTGGAGTGA ACAGECCAGATTATTATTGAAGTTTTCAAGATGACAGATCCCATGATGGACTITTTTGATGATG
CCAATCTGTTTGGTGAGACCTTAGAAGGTTTGCCAGATGATGCATTTGTACAACCAGGACCTGTTTCACTAGTTGATGAATTGAACTTGGGTGCA
GAATTTGAACCTTTGCACATAGACTCACTGAATCATGTTCAAGGTACTCCAACACATCAGAAGATGACTGATTATGAACAGTTAAATCAGTTTGAT
TCAATGAAATTTCACCAAGTTAATCAGTCTTTTGGTAGCCCAGCTGAACATGTGTTATCGCCACACTCTCAGTTTAATTGTTCTCCAATCCACCCCC
AGAACCAACCCAATGGTTTGTTTCCAGATGTAGCAGATGGCAGICCTATGTGGG GCCATC AGACAGCTACTAGC ATTTCAAATCAAAATGGGTCT
CCTTTTCACCAACCAGGACATTCTCACTCTATGCATCAAACTAAAAGCTTTGTG GCACACCATGACTTTGCCTTATTTC AGGCCAATGAACAACA
AACACAGTGCGCTTCGCTACGCTCACAACAAAACAGAAATAATCTGAACCCAGGGCAAAATTCTCTTAGTCAGTCTAAAACTTTTATGGATGTTA
ATGTTTCTGGTCCACACAGAGTCAGTGTTAACCATCCACCACAAATGAACAATGCATCTACTTCACAACAGTCCCTTTCGATGCAGCAATTTTCCC

AAACATCAAACCCTTCAGTACA
(D)
Div-P2-F vs Div-P2-R, amplicon size: 985-bp, Ta = 54°C
CTGGTCCACACAGAGTCAGTGTTAACCATCCACCACAAATGAACAATGCATCTACTTCACAACAGTCCCTTTCGATGCAGCAATTTTCCCAAACA
TCAAACCCTTCAGTACACTTCCTCAAGTGTACCAGTCACCAAGAAGGTAATTTTAATGGACCTTCTCCAAATATGACTTCTTGTTCTGTCAGTAATT
CACAGCAGTTTTCTTCACATTATTCCTTTTCCAGTAATCATGTGTCACCAAATAGTCTTCTTCAACCCTCTGCAGTTCTTGCACCTAATCATACAAAT
CAGACTTTATCTGATTTTACTGGGAGTAATTCCTTTTCACCTCATAGGGGAATCAAGCAAGAATCGACTCAGCATATGCTAAATCCTAATACATCTC
TGAATTCAAATAACTTCCAAATGTTGCATTCATCACATCCTCAGGGTAATTACAATTCAAAATTATCTCCTGTGCACATGAACTTCCCGGATCCTGT
TGACTCAGGAACTCAAATGGGCCATTTCAGTGATCATGTAGAAACTAATGGCTTTTCATCTTTGGAA GAGAATTTACTTCATCAAGTGGAATCTCA
AACTGAGCCATTCACAGGACTTGACCCAGAAGACCTCCTTCAAGAA GGTCTCCTTCCCCAGTTTGATGAGTCAGCATTTGGGCAAGATAATTCAA
GTCATGTTTTAGATCATGACCTTGATCGGCAGTTTACTTCACATCTTGTAACTCGGCCTTCTGACATGGTTCAAACTCAGTTGCACAATCAGGCTC
GGAGTTGGCATTCATCACTTTCTAATCATCAGCATTTACATGATAGAAATCGCCTGTGTTTACAGCGGCA[GAJTTCTGACACTTCATGACATGTCAT
TATCCAGAGCAATAATGAACATTGACCTGTTACGGATTAGTTGATGACCTTTGGAAATGATCCAATAATATCTACTACAGAGAAACTGAATGTACTC
CATTTGGAGTGAACAGCCCAG
Fig. S1 Validation of circRNA-0100 in SHFs of cashmere goat by two divergent primers along with amplicon
sequencing. (A) The designing scheme of two divergent primer pairs for amplifying the entire length of
circRNA-0100 in SHFs of cashmere goat. (B) The primer sequence of two divergent primer pairs: Div-P1-F vs
Div-P1-R, and Div-P2-F vs Div-P2-R. (C) The sequencing result of amplicon by Div-P1-F versus Div-P1-R with
annealing temperature (7a). The bases of primer location were displayed with green. The back spliced junction [GA]
was indicated in square brackets with red. (D) The sequencing result of amplicon using Div-P2-F versus Div-P2-R
with annealing temperature (7a). The bases of primer location were displayed with green. The back spliced junction
[GA] was indicated in square brackets with red. Between (C) and (D), the overlapping areas of two amplicon
sequences were indicated by sharing shaded areas with the same color. Div-P1-F = Divergent Primer 1 Forward,
Div-P1-R = Divergent Primer 1 Reverse, Div-P2-F = Divergent Primer 2 Forward, and Div-P2-R = Divergent

Primer 2 Reverse. Ta = annealing temperature.



