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Table S1. Information of primers used to verification SNPs in Nubian goat.
	  Gene
	Forward primer (5'→3' on plus strand）
	Reverse primer (5'→3' on minus strand)
	Product length(bp)
	Function

	MARCHF1
	ACTGTGCATCAAGAATGTGGAAA
	TGAGGTACATGGAAATGGCAAA
	185/192
	Indel detection 

	
	GTTCATTGTGTGTTTCTAATGGCT
	TGGTTTGGAGCACAATCAAGTAA
	156/174
	

	
	ACTTCACTGTGCATAATAAGCTCTA
	CACCACGAGGAAACGAAA
	217/232
	

	KDM6A
	AGAGTTCATTCACAGATTCCACTT
	AAAAGAATCCAGGTGGGTGTCA
	240/246
	Indel detection

	
	AATTTTGACACCCACCTGGA
	CACTGAGCATGCAAAGGAATACA
	141/146
	

	CSN1S1
	GCTGGAAGCAGTTCGTCA
	GGGTTGATAGCCTTGTATGTT
	159/170
	Indel detection

	CTNNB1
	AAATCGAGGGAGCACCTGAA
	GTGGCCTCTTGTCAGCACTAA
	162/188
	Indel detection

	GDF9
	ACCCATCTAGTGTTCTCGCC
	GCCATCTAAAGCGCAGAGTT
	177/189
	Indel detection

	
	GCAACCTGGTGATAAAAGAG
	CAAAACACTCAAAGGGCTAT
	761
	SNP detection

	
	ATCCCACCCTGACGTTTAAGGC
	TCCTCCCAAAGGCATAGACAGG
	1170
	

	GHR
	TCCTAGAACCCTGATTCCC
	CTCCATTTTCCAGTTGTGC
	161/175
	Indel detection

	PDGFRB
	CCAGCTCAGGATGGGTCT
	CCAGCATGGGCACATAGTC
	296
	Indel /SNPdetection

	
	ACCTGAATCTGTCTGGTGTGT
	CAGAAAGGGAAAGGGACATGC
	222/227
	

	
	GCTGGGTGAGGGCTACAAAA
	AAACACCAGTGCGTCACAGT
	120
	

	ATBF1
	CTCTGTCACCTCCTTCTGC
	AGCTTTGAACCTCCCATAA
	313/301
	Indel detection

	
	CCCCTTAATTCCAGTGAGGTTT
	GCATCCATCGTGAGCGTGTA
	166/172
	

	CYM
	GAGAAAGGAGGAGAGCTGGG
	CACCCATGGCCCTTCTAAGA
	195
	SNP detection

	CDH26
	ATGGGACTACATAAACCTA
	CCAGTCACAGGGACGAGAT
	680
	SNP detection

	KISS1
	CCCGCTGTAACTAGAGAAAG
	CATCCAGGGTGAGTGATACT
	377
	SNP detection

	GnRHR
	TTTGCTTTAGCACCCTGTTG
	GAGCCCAAGCTCTCAGAGATAA
	849
	SNP detection

	GNRH1
	ACCTCTGTCCTCACACCCTA
	CATTTATGCCATTTTATTCC
	430
	SNP detection

	POU1F1
	CGATCATCTCCCTTCTT
	AATGTACAATATGCCTTCTGAG
	450
	SNP detection

	NEDD4
	GTTTCGTTCCTACCAACTTCCT
	TGCTGCTATCCAAATCATCTCC
	633
	SNP detection

	KITLG
	GAAACTACCAGCCGTCGCCCAA
	CGCGCCCTACTTACTTGTGTCT
	587
	SNP detection

	
	AAACTGCCCTTTACAATGCC
	ATCTGGAATAACACTGCTTG
	323
	SNP detection

	
	GCCTCCAGAAGCATCTAAC
	CAAGTTCAGACCCACATCC
	275
	

	
	TAGCATCATCCACTGTTCAT
	ATGTCCTCCTCGGCAGAT
	298
	

	
	GACTTAGGAGGAATCACTGA
	AACGCAATGTCCATCTTG
	386
	

	
	TGAGTGAATTTGGCAGGAA
	GGTGGTAGGATATGGCAATA
	250
	

	
	CCTTCAATAGAGTGACACAG
	CAGGTCCTTACAGCCATTA
	346
	

	FOLR1
	CCAGGAAGATATTGTCTCAA
	GCTCTAGGCATTGTTCTGA
	499
	SNP detection

	
	GTCCCTCCACCTGATGTT
	CCTCCTCAGACCAGAATT 
	414
	SNP detection

	NGF
	CTGGGAGAGGTGAACATC
	ACAGGTTGAGGTAGGGAG
	319
	SNP detection

	INHA
	AGCTGCCAATCCCAAAAATA
	TGACACCAGATGGGACAGGA
	284
	SNP detection

	INHβA
	ATACGGATTGCCTGTG
	CTCACAGTAGTTGGCGT
	333
	SNP detection

	PRLR
	AGTGAGAGTTATGGAAGGATG
	AAGGTTAAGCAACTGGTCTT
	443
	SNP detection

	
	GCTATTTGCACAAGAGGAGG
	AATGAGGATGGAAGTCAGAG
	200
	

	
	ACATTCAGCAAGGAGCAAGA
	TCCTCCTCTTGTGCAAATA
	280
	

	IGF1
	GGGTATTGCTAGCCAGCTGGT
	CCGGGCATGAAGACACACACAT
	601
	SNP detection

	SIRT3
	CCTTCAGACCCCTCTTCCTG
	CCATTAGGCCTGCTGACAAA
	213
	SNP detection

	PGR
	ACTGAGCTGAAGGCGAAGGGTC
	GGTGTCGCCAGCCTTGCTCTCCG
	513
	SNP detection




