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Table S1. The characteristics of the microsatellite markers used in the current study.

Locus Primer sequence GenBank Allelic  range
accession number  (bp)

OarCP20 F: ggcatttcatggctttagcagg L01531 70-110
R: gtttgatcccctggaggaggaaacgg

OarCP34 F: gctgaacaatgtgatatgttcagg U15699 102-120
R: gggacaatactgtcttagatgctge

OarCP49 F: cagacacggcttagcaactaaacgc U15702 76-140
R: gtggggatgaatattccttcataagg

MAF70 F: cacggagtcacaaagagtcagacc M77199 124-160
R: gcaggactctacggggcctttge

MAF65 F: aaaggccagagtatgcaattaggag M67437 120-144
R: ccactcctcctgagaatataacatg

MAF33 F: gatctttgtttcaatctattccaatttc M77200 118-166
R: gatcatctgagtgtgagtatatacag

MAF35 F: agttacaaatgcaagcatcatacctg M80518 104-124
R: tcaagaattttggagcacaattctgg

MAF214 F: aatgcaggagatctgaggcagggacy M88160 186-236
R: gggtgatcttagggaggttttggagg

BM143 F:acctgggaagcctccatatc AF394448 98-118
R: ctgcaggcagattctttatcg

BM1314 F: ttcctectcettctctccaaac (G18433 136-179
R:atctcaaacgccagtgtgg

HSC F: ctgccaatgcagagacacaaga M90759 265-295
R:gtctgtctcctgtcttgtcatc

McM42 F: catctttcaaaagaactccgaaagtg L34281 73-103
R: cttggaatccttcctaactttcgg

McM527 F: gtccattgcctcaaatcaaattc L34277 163-181
R: aaaccacttgactactccccaa

OarFCB20 F: ggaaaacccccatatatacctatac L20004 80-116
R: aaatgtgtttaagattccatacatgtg

OarFCB11 F: gcaagcaggttctttaccactagcacc L01531 120-150
R:ggcctgaactcacaagttgatatatctatcac

INRAO063 F: atttgcacaagctaaatctaacc X71507 155-211
R: aaaccacagaaatgcttggaag

INRA127 F:ctacagctctgatgagaacc X71550 181-213
R: cgttttctcaaacttcattgcc

TGLAS53 F: gctttcagaaatagtttgcattca - 126-148

R: atcttcacatgatattacagcaga




