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Signal peptide
MRSETLLSLGYMFLVLLFEQQ. . AWAQFEREQATIEALRNGVEFLLSFLSGEGSORMGFSSGRGRJEVAIADSREPHSHHYPHDGROIDREAWETR
.M5PLGWGLLLGCLGCALESG. . BREQFPRVEMTVGSLRAKEREE . . . PLGADEANVEGSWEGRGQEADVGTDTRENSGEYVLRNGUDRERWERK
........ MLLAARLYCLLWSFRTSAGHFPRAMASSKSLMEXERME . . . FWAGLGSE . MGRLSGRGS@QDVILSTAFLGEQFEFTGVDORESHEST

EGF-like domain

REGWGGARQDQR . VLIVRENLLDLSTEEENREVQALDHARHITHPQFVIATRRSEEILGEFDGNTFQFENISIYNY
REGWIGFEQLDOFEPLVVRODVHSLTFQEREQFLGALDLARYTFHPDYVITTQHWLGLLGEFNGTQFQIANCSIYLF
KEGFRGFRETER.RLLVRENIFDLSVFERNKFLAYLTLARHTTSPODYVIPTGTYG. . QMNHGTTELFNOVSVYLL

Metal 10n-bmd1n domain (a (ml
EVWTHYYSVKRTFLGAGQESFG DESHEGE LIWHRY1LLQLERBIQEMLQDPSFSLPYHNEATG<NrI

ow
EW

FVWLHYYSVROTLLGEGRE . YRAIDFSHOGFAFVIWHBRYHLLWLERDLORLTGNESFALEYNNFAFRREE
FVHMHYYVSROTLLG . DSEVNROIDFAHEAFGFLEFWHRLFLLLWEQEIQKLTGOENFTIFYNOWROAEN

TOQLLGRARRQDODFTLISCNSRE

ITEELMGSRSNFESTLISPNSV
TOEYMGGRHNEANFHLLSEASFE

FESEWEIVEDSLNDYNREVILENGTYEGLLERNQMG. . . .RNSERLFTLEDIQNQLSLNKFOSPPFFFQNSTLSFRNALEGEG . KADGTLOSQVHSL

FSQWRVVIESLEBYBTLGTLINSTEGGPIKRNPRGNVRRPMVQRLPEPQEIRQILEVGSEBTPPFYSNSTNSFRNTVEGYS.BPTGRYBPEVRSL
FSEWQITESRLEEYNSROALMNGTSEGEFLLENPGH . HODEARTPRLESSADVEF LS LT YESGSMOEAANF SFRNTLEGFASPLTGIADASOS5M

[HNLAHLFLNGTGGQTHLSPNOPIFVLLH FTOAVFDEWLRRYNADISTFFLENAPIGHNRGYNHVEFHEP ITNIEMFVTAPDNLGYTYEVQWEGR

[HNLVHSFLNGTSTLPHSAANDEVEVVLHEFTDAIF DEWMKRFNPPVDAWPQELAPIGHNRMYNMVEFFEPVTNEELFLTA . DQLGYSYAIDLEVE

HNALHIYMNGTMSQVEGSANDPIFLLEHRFVDSIFEQWLRRYHPLQOVYPEANAPIGHNRE SYHVEF IPLYRNGDFFISS . KDLGYDYSYLQDSE
Metal ion-binding domain (b)

S e FSIFEIVIIAVVRALLLVAVIFAGASCLIRARSN .MOEANQPFLLTD. .QYQH. . YIEENEEIHNEPN(SM
E.veinininnannn TPOWTITVLSVVIGMLMVLVVLFALLLFLOYRRE. . .LEEGYTPLTET. .QLSNERYTEEA. . ........
POIFGDYIRFYLEQARRIWEPWLTGARAVVGSVLTAVLGGLTSLLCRREENGLPEEEQPLLMEREDYHNVLYQSHL . . . .. .. .. .
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